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SHORT COMMUNICATION 

With a mortality rate which varies between 30 and 90%, the Ebola virus has serious consequences 

(Rid & Emanuel, 2014). The latest estimates from the Centers for Disease Control and Prevention 

(Centers for Disease Control, 2015) counts 27,055 infected persons and 11,142 deaths, for the West 

Africa region alone.  

Despite its inconvenient impact on the human level, the West African epidemic is a unique 

opportunity to better understand the Ebola virus disease. Its magnitude makes it possible to hope to 

collect important information’s associated with substantial funds that will be allocated to research. In 

fact, considerable progress has been made in an extremely short period of time. Several vaccines 

validated in animals entered the clinical trial phase; a first vaccine trial has even already demonstrated 

the probable prophylactic efficacy of one of them (Henao-Restrepo et al, 2015; Klenk & Becker, 

2015). Another significant example: in an unprecedented collective effort, 924 complete genomes of 

Ebola virus have been sequenced since 2013 - against 35 genomes before this date - which allowed a 

very precise description of molecular evolution and dissemination of this pathogen in the first year of 

the epidemic (Carroll et al, 2013; Carroll et al, 2015). These are of course only two very specific areas 

Ebola virus disease research and sure other research projects will soon bring some interesting 

discoveries. 

An exception to this sudden acceleration of our knowledge of Ebola virus disease is the question of its 

zoonotic origin. Given the very high fatality rate associated with infection, there is no doubt that the 

Ebola virus does not circulate endemically in human populations. In fact, it seems quite clear that all 

human epidemic chains, including the West African epidemic, originate from occasional zoonotic 

transmission events (Baize et al, 2014; Mari Saez et al, 2015). The source (s) of these transmissions 

remains mysterious. The proximity to a very rich wildlife and the consumption of bush meat being 

common throughout sub-Saharan Africa, the identification of the animal reservoir (or possibly animal 

reservoirs) of the Ebola virus is an essential prerequisite for the implementation of effective 

surveillance and prophylaxis. It should be noted that the main natural host of this pathogen suggested 

is African fruit bat which transmits the virus to humans through close contact with the tissues or body 

fluids of an infected animal (World Health Organization (WHO), 2014). 
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